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Table S1. The bacteria that exhibited significant differences among the

three groups at the genus level

Genus name Grouopl Group?2 Group 3 Pvalue
MeanzSd(%0) MeanxSd(%b) MeanxSd(%b)
Moraxella 0.001+0.002 0.013+0.004 0.048+0.032 <0.05
Pedobacter 0.133+£0.016 0.227+0.023 0.346+0.098 <0.05
Methylorosula 0.013+0.001 0.028+0.006 0.092+0.058 <0.05
Nitrosomonas 0.010+0.005 0.032+0.008 0.085+0.043 <0.05
Microvirga 0.415+0.126 0.824+0.147 0.541+0.001 <0.05
Rubrobacter 0.468+ 0.032 0.625+0.066 0.317+0.017 <0.05
Nostoc 0.056+0.035 0.471+0.050 0.018+0.003 <0.05
Gemmatimonadaceae 0.160+0.015 0.258+0.031 0.113+ 0.005 <0.05
Subsectionlll 0.104+0.033 0.329+0.119 0.036+0.015 <0.05
CL500-29_marine_group 0.019+0.015 0.139+0.036 0.079+0.021 <0.05
Cystobacteraceae 0.016+0.009 0.155+0.126 0 <0.05
Actinobacteria 0.009+0.005 0.147+0.057 0 <0.05
Xanthobacteraceae 0.013+0.006 0.117+0.070 0.004+0.006 <0.05
Illumatobacter 0.019+0.008 0.086+0.047 0 <0.05
DA101 soil_group 0 0.071+0.061 0 <0.05
Psychrobacter 0.790+0.119 0.480+0.083 1.783+0.160 <0.05
Acetobacteraceae 0.236+0.049 0.123+0.010 0.164+0.033 <0.05
Limnobacter 2.955+1.075 1.546+0.421 1.999+0.256 <0.05
Bryocella 0.037+0.040 0.009+ 0 0 <0.05
P-102 0.033+0.013 0.006+0.002 0 <0.05
WCHB1-69 0.008+ 0.002 0 0 <0.05
Oceanisphaera 0.005+ 0.002 0 0 <0.05




